Brucellosis and confirm the diagnostic problems of S19 vaccination.
Despite the effectiveness and the availability of vaccines for animal and human use, the largely populated rural areas of South Africa are still haunted by rabies. In these areas the dog is the main vector species transmitting rabies to humans. In one such rural area, the Limpopo province in northern South Africa, canine rabies has been under control for the past two decades. However, in 2005 an unexpected and drastic increase of dog rabies cases in this area was observed. Laboratory confirmed cases increased During the past two years highly pathogenic avian influenza viruses H5N1 spread to 60 countries and fall into distinct clades VTM, INDO and EMA. Continued transmission to humans has been raised in Indonesia and Egypt, causing pandemic concern. To address questions relevant to virus evolution and adaptation; NS1 sequence data of EMA and INDO H5N1 viruses isolated from human between 2006-7 were downloaded from GenBank and aligned with MUSCLE. The ENC and GC3S values for NS1 gene in both clades were less biased. No selection pressure for EMA NS1 was found whereas the NS1 gene of INDO clade was under positive selection (=1.22). The rate of NS1 evolution in INDO has faster than EMA suggests a possible change in the adaptation of the H5N1 virus to human. To explain the change pseudoknot loops were identified within NS1 gene using RNA folding path. Among them formation of a pseudoknot due to mismatches at the top and the bottom of a conserved sequence (5-GAGGAU-3/5-GUCCUC-3) was questionable. Stability of the pseudoknot was compared between the two clades by energy estimation. According to free energy the pseudoknot destabilizes in Indonesia H5N1 human viruses (−11.1 kcal/mol vs −13.6 kcal/mol) indicating changes in RNA secondary structure. The change may lead to increase adaptation of NS1 gene to human population. 
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Background: Canine infectious respiratory disease (CIRD) is a common distress in the kennels and shelters housed with dense population. The CIRD is associated with the several viruses and bacteria. In case of bacteria, B. bronchiseptica is predominant pathogen, but other bacterial species have also been associated with CIRD. Although Streptococcus sp. is the commensal of the upper respiratory tract, there was only few report of streptococcal pneumonia as a primary pathogen except S. canis. We have diagnosed the fatal hemorrhagic pneumonia case associated with S. equi subsp. zooepidermidis and described the pathologic and bacteriologic results.
Methods: A veterinarian of the shelter informed us that the sudden death of dogs was increased within a few days
